. Characterization and phenotype analysis of T-DNA insertion mutants of bHLH112. (A) Location of T-DNA insertion of SALK_148540 and SALK_033618 in bHLH112 genome is shown. (B) AtbHLH112 expression in wild-type plants and two bHLH112 knock-out lines was analyzed using primers for amplifying the coding sequence of bHLH112. AtUBQ1 was used as an internal control. (C) LR density of two bHLH112 knock-out lines treated with IAA. 5-day-old seedlings were transferred to 1/2 MS medium with or without IAA, and LR density was determined 5 days after transferring. Error bars represent SEM (n = 20).
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